The hard-shelled mussel (Mytilus coruscus) has been used as Chinese traditional medicine for thousands of years; however, to date the ingredients responsible for the various beneficial health outcomes attributed to Mytilus coruscus are still unclear. An α-D-Glucan, called MP-A, was isolated from Mytilus coruscus, and observed to exert anti-inflammatory activity in THP-1 human macrophage cells. Specifically, we showed that MP-A treatment inhibited the production of inflammatory markers, including TNF-α, NO, and PGE2, inducible NOS (iNOS), and cyclooxygenase-2 (COX-2), in LPS-activated THP-1 cells. It was also shown to enhance phagocytosis in the analyzed cells, but to severely inhibit the phosphorylation of mitogen-activated protein kinases (MAPKs) and the nuclear translocation of NF-κB P65. Finally, MP-A was found to exhibit a high binding affinity for the cell surface receptor TLR4, but a low affinity for TLR2 and dectin-1, via surface plasmon resonance (SPR) analysis. The study indicates that MP-A suppresses LPS-induced TNF-α, NO and PEG2 production via TLR4/NF-κB/MAPK pathway inhibition, and suggests that MP-A may be a promising therapeutic candidate for diseases associated with TNF-α, NO, and/or PEG2 overproduction.
Introduction
The hard-shelled mussel (Mytilus coruscus) is one of the main species of marine shellfish inhabiting broad regions of East Asian coastal areas, and has been used as both a food and medicine for thousands of years [1] . Many health benefits have been attributed to its use as a Chinese traditional medicine, including the nourishment of the liver and kidneys, the strengthening of the immune system, and the treatment of various diseases, such as goiter tumors, male impotence, and female menoxenia. In recent years, some biologically active polysaccharides [1] , peptides [2, 3] , and lipid extracts [4] have been isolated from Mytilus coruscus, and evaluated to determine their pharmacological efficacy; nevertheless, to date, the ingredients responsible for the various beneficial health outcomes attributed to Mytilus coruscus are still unclear.
Polysaccharides isolated from natural sources can affect a variety of biological activities, such as immunity, suggesting their potential use as immunomodulatory agents with broad applications [5, 6] . For example, a glycogen polysaccharide extracted from Perna canaliculus has been shown to exert anti-inflammatory activities [7] , and similarly, a heparin-like substance isolated from the marine clams Anomalocardia brasiliana, has been shown to bind anti-thrombin III (ATIII) and to thereby exert a strong anticoagulant effect [8] .
Various polysaccharides isolated from the hard-shelled mussel have received increasing attention in recent years. For example, the MP-1 polysaccharide from Mytilus coruscus has been demonstrated to exert a protective effect against acute liver injury [1] , and the MEP polysaccharide from Mytihus edulis Linnaeus has been shown to both significantly ameliorate delayed-type hypersensitivity and phagocytosis, and to improve immune function in mice [9] . In our previous studies, we isolated the MA polysaccharide from Mytilus coruscus, and identified it to have anti-hyperlipidemic effects on experimental atherosclerosis in rabbits [10] . In the present study, we isolated a high-molecular-weight α-D-Glucan, named MP-A, from the hard-shelled mussel (Mytilus coruscus). We identified MP-A to contain repeating units of D-glucose, and to be structured such that the main chain was connected by α1-4 glucosidic bonds, and that a D-glucose was connected to this chain every twelve monosaccharides by α1-2 glucosidic bonds to form a branch. The molecular weight of MP-A was established to be approximately 1.2 × 10 3 kDa, and the structure was shown in Figure 1A . 24, 48 , and 72 h of MP-A and/or LPS treatment on THP-1 cell cytotoxicity. * p < 0.05 as compared to the control group (n = 3); (C) Effect of MP-A treatment on NO production in THP-1 cells with or without LPS. NO production was inferred from the level of nitrite formed in the supernatant, as detected using the Griess reagent. The absorbance of treated cells at 540 nm was measured against distilled water using the Griess reagent as a blank, and sodium nitrite as a standard sample. ** p < 0.01, *** p < 0.001, and **** p < 0.0001 compared with 1 μg/mL LPS treatment group (n = 3).
Glucans have been previously reported to exhibit significant bioactivity, and in particular, β-Glucans were extensively investigated between 1990 and 2000. These previous studies showed β-Glucans to exert anti-infective and anti-tumorigenic activity via the activation of leukocytes [11] [12] [13] , and the production of reactive oxygen intermediates, inflammatory mediators such as NO, and TNF-α [11, 14, 15] . More recently, the α-glucans have begun to attract the attention of various research groups. For example, the α-glucan YCP, which is composed of α-D-(1-4)-linked glucose residues, has been recently revealed to inhibit tumor growth by modulating the innate and adaptive host immune responses to enhance macrophage activity, promote lymphocyte proliferation, and to induce cytokine secretion [16] . Similarly, six homogeneous, low-molecular-weight α-glucans (LMWYCP-1 to 24, 48 , and 72 h of MP-A and/or LPS treatment on THP-1 cell cytotoxicity. * p < 0.05 as compared to the control group (n = 3); (C) Effect of MP-A treatment on NO production in THP-1 cells with or without LPS. NO production was inferred from the level of nitrite formed in the supernatant, as detected using the Griess reagent. The absorbance of treated cells at 540 nm was measured against distilled water using the Griess reagent as a blank, and sodium nitrite as a standard sample. ** p < 0.01, *** p < 0.001, and **** p < 0.0001 compared with 1 µg/mL LPS treatment group (n = 3).
Glucans have been previously reported to exhibit significant bioactivity, and in particular, β-Glucans were extensively investigated between 1990 and 2000. These previous studies showed β-Glucans to exert anti-infective and anti-tumorigenic activity via the activation of leukocytes [11] [12] [13] , and the production of reactive oxygen intermediates, inflammatory mediators such as NO, and TNF-α [11, 14, 15] . More recently, the α-glucans have begun to attract the attention of various research groups. For example, the α-glucan YCP, which is composed of α-D-(1-4)-linked glucose residues, has been recently revealed to inhibit tumor growth by modulating the innate and adaptive host immune responses to enhance macrophage activity, promote lymphocyte proliferation, and to induce cytokine secretion [16] . Similarly, six homogeneous, low-molecular-weight α-glucans (LMWYCP-1 to LMWYCP-6) have been shown to modulate the activity of toll-like receptors (TLRs), and thus, B lymphocytes [17] .
Macrophages play a unique role in the immune system, in that they do not only elicit an innate immune response, but also are effector cells that counteract inflammation and infection. Furthermore, they are also critical to the maintenance of a functional interface between no-adaptive and adaptive immunity, and mediate various other functions, such as antigen processing and presentation to T cells.
THP-1 is a human leukemia monocytic cell line that has been widely used to study monocyte/macrophage function, signaling pathway mechanisms, and drug transport, and is commonly used to investigate the regulation of macrophage activity [18] . Lipopolysaccharide (LPS) is a major component of the outer membrane of gram-negative enteric bacteria [19] . During inflammatory processes, LPS induces the production of pro-inflammatory cytokines and small mediators, such as nitric oxide (NO), and PGE 2 [20] . LPS-stimulated THP-1 macrophages have been shown to express the MD2, CD14, and MyD88 genes that are required for LPS signaling in vivo [18] . When macrophages are activated by LPS, the TLR4 signaling pathway is initiated, leading to the phosphorylation of mitogen-activated protein kinase (MAPK), and the activation of the transcription factor nuclear factor-kappa B (NF-κB) [21] , and the induction of pro-inflammatory factors including NO, inducible nitric oxide synthase (iNOS), interleukin-1β (IL-1β), interleukin-6 (IL-6), tumor necrosis factor (TNF)-α, and cyclooxygenase-2 (COX-2), etc. The MAPK family of proteins, including extracellular signal regulated kinase (ERK), c-Jun N-terminal kinase (JNK), and p38, regulate inflammatory and immune responses, and their respective signaling essential for LPS-induced iNOS and COX-2 expression in macrophages [22, 23] .
In the present study, LPS-induced THP-1 cells were used as an inflammatory model to investigate the effects of MP-A immunomodulation of THP-1 macrophages. To identify possible cell membrane receptors for MP-A, and putative molecular mechanisms underlying MP-A immunomodulation of THP-1 macrophages, the binding affinity of MP-A for TLR4 and/or TLR2 was assessed using surface plasmon resonance (SPR). To our knowledge, limited publications currently report on the immunomodulatory effects of combined treatment with LPS with MP-A. Thus, in the present study, we investigated the effects of MP-A on LPS-induced pro-inflammatory cytokine secretion by THP-1 cells, and on LPS-induced signal transduction.
Materials and Methods

Reagents and Antibodies
MP-A (purity 97.9% w/w) was produced and purified by Shandong Academy of Pharmaceutical Science (Jinan, China), and verified to have an average molecular weight (Mw) of 1200 kDa via a size exclusion chromatography multi-angle laser scattering (SEC-MALLS) system (Wyatt Technology Corp, Santa Barbara, CA, USA), the preparation and structural characterization of MP-A has been introduced in other paper. LPS from Escherichia coli O55:B5, phorbol-12-myristate-13-acetate (PMA), and FITC-dextran (FD40S) were purchased from Sigma-Aldrich Chemical Co. (St. Louis, MO, USA) and the average MW of Dextran was 40,000 Da. Recombinant human Dectin-1, TLR4, and TLR2 were purchased from R&D Systems (Minneapolis, MN, USA). Fetal bovine serum (FBS), and other cell culture reagents were purchased from Gibco BRL Co. (Grand Island, NY, USA). The Cell Counting Kit-8 (CCK-8) Assay Kit was obtained from Beyotime (Wuhan, China). Penicillin and streptomycin were purchased from HyClone (Logan, UT, USA). ELISA kits for PGE2, and TNF-α were purchased from Biolegend (San Diego, CA, USA). The p-p38, p38, p-JNK1/2, JNK1/2, p-ERK1/2, ERK1/2, p-P65, P65, COX-2, and iNOS antibodies were obtained from Abcam (Cambridge, UK). The β-actin monoclonal antibodies were obtained from Cell Signaling Technology (Beverly, MA, USA). NF-κB Activation-Nuclear Translocation Assay kits were purchased from Beyotime Institute of Biotechnology (Haimen, China). All of the other chemicals were of analytical grade. The horseradish peroxidase (HRP)-conjugated goat anti-rabbit IgG secondary antibody was purchased from Santa Cruz Biotechnology Inc. (Santa Cruz, CA, USA).
THP-1 Cell Culture
THP-1, a human leukemia monocytic cell line extensively used to study the modulation of monocytes and macrophages, was purchased from the Shanghai Cell Bank, the Institute of Cell Biology, China Academy of Sciences (Shanghai, China). THP-1 cells in the monocyte state can be differentiated into a macrophage-like phenotype via stimulation with phorbol-12-myristate-13-acetate (PMA) (50 ng/mL, 24 h). The cells were cultivated in RPMI 1640 medium (containing 10% heat-inactivated FBS, and 1% penicillin/streptomycin), at 37 • C in a humidified atmosphere (5% CO 2 , 95% air).
Cell Viability Assay
The viability of THP-1 cells was determined using the Cell Counting Kit-8 (CCK-8) Assay Kit (Beyotime, Wuhan, China). The cells were primed for differentiation with 50 ng/mL PMA for 24 h [24] , and then seeded on 96-well plates at a density of 5 × 10 4 cells/mL, in 100 µL medium, and left to incubate overnight. They were then treated with MP-A (10, 50, 100, or 200 µg/mL dissolved in serum-free medium), and/or LPS (1 µg/mL dissolved in serum-free medium) for 24, 48, or 72 h (37 • C, 5% CO 2 ). CCK-8 (10 µL) was added to each well 4 h prior to culture termination, and the optical density of each well was measured (450 nm) using a microplate reader (Infinite M200 PRO, TECAN, Männedorf, Switzerland).
Determination of Phagocytic Uptake of FITC-Labeled Dextran
The cells were primed for differentiation with 50 ng/mL PMA for 24 h [24] , and then seeded on 24-well plates at a density of 5 × 10 4 cells/mL in 1 mL medium and left to incubate overnight. They were then treated with MP-A (10, 100 or 200 µg/mL dissolved in serum-free medium), and/or LPS (1 µg/mL dissolved in serum-free medium) for 24 h. Then THP-1 cells were collected, resuspended, and incubated in 100 µL FITC-labeled dextran (1 mg/mL, 37 • C, 30 min). Cells incubated with FITC-labeled dextran only (4 • C, 30 min) were used as a control and cells incubated without FITC-labeled dextran were used as a blank control. After incubation, ice-cold PBS (2 mL, containing 2% FBS) was added to the cells to inhibit phagocytosis, and they were then washed three times (ice-cold PBS). Cellular uptake of FITC-labeled dextran was analyzed by flow cytometry (BD FACSAria ™ III).
ELISA for Cytokine Estimation
TNF-α and PGE 2 were measured by using a commercial ELISA kit according to the manufacturers' instructions. THP-1 cells were primed with PMA and seeded in a 96-well plate (density 1 × 10 6 cells/mL), and cultured overnight. They were then treated first with MP-A (10, 50, 100, or 200 µg/mL, 1 h), and secondly with LPS (1 µg/mL, 6 or 24 h to enable the measurement of TNF-α or PGE 2 , respectively. Cell-free supernatants were finally collected and analyzed to measure the levels of both cytokines.
Nitric Oxide (NO) Production
The total nitrite content in the cell culture supernatant was measured using the Griess reagent. An equal volume of Griess reagent was added to the respective samples, and they were then incubated (30 min, 37 • C). The nitrite concentration was estimated by measuring the absorbance of samples at 545 and 630 nm (wavelength correction) against a sodium nitrite standard using an ELISA plate reader (Infinite M200 PRO, TECAN, Männedorf, Switzerland).
Western Blot Analyses
THP-1 cells were primed with PMA, seeded in a 100-mm culture dish (density 1 × 10 6 cells/mL), cultured overnight, and then treated with MP-A (10, 50, 100, or 200 µg/mL) and LPS (1 µg/mL), and the cells were then incubated (37 • C) for 24 h. Cytosolic proteins were isolated using the Cytosol Fractionation Kit, according to the manufacturer's instructions. Total protein was measured by the bicinchoninic acid assay (BCA assay), and proteins were separated by SDS-PAGE and electro-transferred onto a polyvinylidene difluoride (PVDF) membrane. The PVDF membrane blots were blocked (1 h) using 8% non-fat powdered milk in TBST buffer, and then incubated overnight at 4 • C with appropriate primary antibodies against p-p38, p38, p-JNK1/2, JNK1/2, p-ERK1/2, ERK1/2, iNOS, COX-2, P65, and/or p-P65. After three washes (TBST buffer, 5 min), the PVDF membranes were incubated (2 h) with a goat anti-rabbit IgG, or goat anti-mouse IgG second antibody. After a final three washes (TBST buffer, 5 min), specific proteins were detected using an enhanced chemiluminescence kit (ECL, Millipore, Billerica, MA, USA) according to the manufacturer's instructions. β-actin was used as a loading control.
Detection of NF-κB Activation and Nuclear Translocation
The detection of NF-κB nuclear translocation was carried out following the instruction of the kit (Beyotime Institute of Biotechnology, Haimen, China) [25, 26] .THP-1 cells were primed with PMA and seeded on glass coverslips in a 24-well plate (density 1 × 10 6 cells/mL), cultured overnight, and then treated with 200 µg/mL MP-A with or without 1 µg/mL LPS treatments for 2 h. Then, cells grown on coverslips were fixed and blocked, and incubated overnight with the primary antibody against the p65 subunit of NF-κB at 4 • C, then washed in PBS, and incubated with Cy3-labeled secondary antibody for 2 h at room temperature. Finally, the cells were stained with 2 µM 2-(4-amidinophenyl)-6-indolecarbamidine dihydrochloride (DAPI) solution for 5 min. Each step above was followed by washing with ice-cold PBS three times for 5 min each. Then, the activation and nuclear translocation of NF-κB were observed using a laser scanning confocal microscope (LSM 780, Zeiss, Oberkochen, Germany).
Affinity Assay for MP-A with TLR4, TLR2 and Dectin-1
The affinity of MP-A for recombinant human TLR4, TLR2, and Dectin-1 was examined via SPR, and performed using a BIAcore 3000 (GE Healthcare, Uppsala, Sweden) according to the manufacturer's instructions. Prior to analysis, recombinant human TLR4, TLR2, and Dectin-1 proteins (R&D Systems) were each immobilized on a CM5 sensor chip using an amine coupling kit. The surface of the chip was activated by EDC/NHS, and then TLR4, TLR2, and/or Dectin-1 (25 µg/mL) suspended in 10 mmol/L sodium acetate solution (pH 4.5) was flowed over it. When the ligand density reached the target resonance unit (RU) level, remaining active esters were quenched with a 1 mol/L ethanolamine solution (pH 8.5). (Control flow cells received identical treatment, but no TLR4, TLR2, and/or Dectin-1 protein was added to the 10 mmol/L sodium acetate solution). The resultant sensor chip was stored in 10 mM phosphate-buffered saline as a running buffer, and maintained at 25 • C for all of the experiments. MP-A (dissolved in running buffer at a series of concentrations) was injected into the channels, and resulting signals were detected using the BIAcore program (GE). The sensor chip was regenerated in a 10 mM NaOH solution after each analysis. Affinity constants were calculated using BIA evaluation 4.1 software, by globally fitting the association and dissociation phases of overlay plots to a 1:1 Langmuir binding model.
Statistical Analyses
Multiple comparisons were statistically assessed using a one-way ANOVA, followed by a Tukey's multiple comparison test. Results were expressed as the mean ± SEM, and a p-value of <0.05 was considered to indicate statistical significance.
Results
Effects of MP-A on THP-1 Cell Viability
Treatment of THP-1 cells with up to 200 µg/mL of MP-A over 48 h did not result in any significant cytotoxic effect; however, 72 h of MP-A treatment induced a slight decrease in cell viability ( Figure 1B ). LPS treatment (1 µg/mL), alone over a 24-h period, was insufficient to cause a significant increase in cell viability, as compared with the negative control (p > 0.05). We therefore studied the effects of MP-A on phagocytosis, and on NO and cytokine production, using a 24-h culture model that was unaffected by changes in cell quantity.
Effect of MP-A on NO Release by THP-1 Cells
LPS stimulation resulted in a significant increase in NO production (nitrite 31.34 ± 1.84 µM) relative to that in of unstimulated controls (nitrite 7.46 ± 1.38 µM) ( Figure 1C ). MP-A treatment dose-dependently inhibited NO production in LPS-stimulated THP-1 cells, such that approximately 33% inhibition was observed at an MP-A concentration of 200 µg/mL ( Figure 1C ). In contrast, NO production was not significantly affected by MP-A treatment alone when compared to the negative control group (p > 0.05).
Effect of MP-A on Phagocytic Uptake of FITC-Labeled Dextran by THP-1 Cells
The Phagocytic Uptake of FITC-labeled Dextran by THP-1 cells was analyzed using flow cytometry. The results of this analysis showed that MP-A significantly increased the capacity of cell phagocytic uptake of FITC labeled dextran in a dose-dependent manner at concentrations as low as 10 µg/mL, as compared to controls (e.g., phagocytic uptake of FITC labeled dextran was 1.13 ± 0.06% and 0.73 ± 0.15% in MP-A-treated and control cells, respectively, p < 0.05, n = 3; Figure 2A-D) . LPS treatment also markedly stimulated THP-1 cell phagocytosis (e.g., phagocytic uptake of FITC labeled dextran was 16.73 ± 1.01% and 0.73 ± 0.15% in LPS-treated and control cells, respectively, p < 0.0001, n = 3; Figure 2A ,E), and combined LPS and MP-A treatment further stimulated phagocytosis in a dose-dependent manner ( Figure 2F-H) . 
MP-A Inhibition of TNF-α and PGE2 Release by LPS-Stimulated THP-1 Cells
When compared with control cells, LPS treatment significantly increased TNF-α and PGE2 production in THP-1 cells. In contrast, MP-A treatment suppressed TNF-α production such that 60% inhibition was achieved by treating cells with 200 μg/mL MP-A for 6 h. Similarly, 24 h of MP-A treatment (200 μg/mL) resulted in a 35%-inhibition of PGE2 production ( Figure 3A,B) . * p < 0.05, ** p < 0.01, *** p < 0.001, and **** p < 0.0001 compared to control (MP-A) group; # p < 0.05, and ## p < 0.01, when compared to LPS group (n = 3).
MP-A Inhibition of TNF-α and PGE 2 Release by LPS-Stimulated THP-1 Cells
When compared with control cells, LPS treatment significantly increased TNF-α and PGE 2 production in THP-1 cells. In contrast, MP-A treatment suppressed TNF-α production such that 60% inhibition was achieved by treating cells with 200 µg/mL MP-A for 6 h. Similarly, 24 h of MP-A treatment (200 µg/mL) resulted in a 35%-inhibition of PGE 2 production ( Figure 3A,B) . TNF-α (6-h stimulation) and PGE2 (24-h stimulation) were measured via an ELISA. The data represent three independent experiments. * p < 0.05, ** p < 0.01, *** p < 0.001, and **** p < 0.0001 compared to the LPS group. (C,D) MP-A inhibition of iNOS and COX-2 protein expression, as assessed by western blotting analysis in LPS-stimulated THP-1 cells. * p < 0.05, ** p < 0.01, and *** p < 0.001, when compared to controls; # p < 0.05, ## p < 0.05, and ### p < 0.001 compared to the LPS group (n = 3).
MP-A Inhibits iNOS and COX-2 Expression in LPS-Stimulated THP-1 Cells
A western blot analysis was conducted to investigate the effect of MP-A treatment on iNOS and COX-2 expression in LPS-stimulated THP-1 macrophages. As depicted in Figure 3C ,D, COX-2 and iNOS protein expression were both dramatically increased by treatment with LPS alone compared to control group, whereas pre-treatment with MP-A decreased protein levels of COX-2 and iNOS in a dose-dependent manner. The reduction of iNOS and COX-2 protein expression was consistent with the above descried observed inhibition of NO and PGE2 ( Figures 1C and 3B) . The data represent three independent experiments. * p < 0.05, ** p < 0.01, *** p < 0.001, and **** p < 0.0001 compared to the LPS group. (C,D) MP-A inhibition of iNOS and COX-2 protein expression, as assessed by western blotting analysis in LPS-stimulated THP-1 cells. * p < 0.05, ** p < 0.01, and *** p < 0.001, when compared to controls; # p < 0.05, ## p < 0.05, and ### p < 0.001 compared to the LPS group (n = 3).
A western blot analysis was conducted to investigate the effect of MP-A treatment on iNOS and COX-2 expression in LPS-stimulated THP-1 macrophages. As depicted in Figure 3C ,D, COX-2 and iNOS protein expression were both dramatically increased by treatment with LPS alone compared to control group, whereas pre-treatment with MP-A decreased protein levels of COX-2 and iNOS in a dose-dependent manner. The reduction of iNOS and COX-2 protein expression was consistent with the above descried observed inhibition of NO and PGE 2 ( Figures 1C and 3B ).
MP-A Treatment Inhibits LPS-Induced Phosphorylation of MAPKs and NF-κB in THP-1 Cells
LPS from Gram-negative bacteria is known to stimulate inflammatory responses via TLR4-initiation of several distinct signaling pathways, including the MAPK and NF-κB pathways. To determine whether either of these pathways was affected by MP-A treatment, cytoplasmic cell lysates were analyzed by western blotting with specific phosphor-antibodies against P65 (NF-κB), ERK1/2, JNK1/2, and p38 (MAPK). The results of this analysis showed MP-A to dose-dependently 
LPS from Gram-negative bacteria is known to stimulate inflammatory responses via TLR4-initiation of several distinct signaling pathways, including the MAPK and NF-κB pathways. To determine whether either of these pathways was affected by MP-A treatment, cytoplasmic cell lysates were analyzed by western blotting with specific phosphor-antibodies against P65 (NF-κB), ERK1/2, JNK1/2, and p38 (MAPK). The results of this analysis showed MP-A to dose-dependently inhibit the LPS-induced phosphorylation of P65, ERK1/2, JNK1/2, and p38 in the THP-1 cells (Figure 4) . The ratios of p-p38/p38, p-JNK/JNK, p-ERK1/2/ERK1/2, and p-P65 /P65 were analyzed by western blot analysis. * p < 0.05, ** p < 0.01, *** p < 0.001, and **** p < 0.0001, when compared to controls; # p < 0.05, ## p < 0.05, ### p < 0.001, and #### p < 0.0001 compared to the LPS group (n = 3).
MP-A Prevented LPS-Induced Activation and the Nuclear Translocation of NF-κB in THP-1 Cells
NF-κB regulates many molecules of the various stages of the inflammatory response. In unstimulated control cells, NF-κB retains its original state as an inactive cytoplasmic complex by its inhibitor IκB. Upon LPS stimulation, the phosphorylation and degradation of IκB release NF-κB for Figure 4 . MP-A significantly attenuated LPS-induced activation of the mitogen-activated protein kinases (MAPK) and NF-κB signaling pathways in THP-1 cells. The ratios of p-p38/p38, p-JNK/JNK, p-ERK1/2/ERK1/2, and p-P65 /P65 were analyzed by western blot analysis. * p < 0.05, ** p < 0.01, *** p < 0.001, and **** p < 0.0001, when compared to controls; # p < 0.05, ## p < 0.05, ### p < 0.001, and #### p < 0.0001 compared to the LPS group (n = 3).
NF-κB regulates many molecules of the various stages of the inflammatory response. In unstimulated control cells, NF-κB retains its original state as an inactive cytoplasmic complex by its inhibitor IκB. Upon LPS stimulation, the phosphorylation and degradation of IκB release NF-κB for nuclear translocation. We studied the NF-κB translocation using a primary antibody against the p65 subunit of NF-κB and the nuclei dye DAPI ( Figure 5 ). When comparing with the control (Figure 5A(a-c) ), NF-κB p65 traveled from the cytosol to the nucleus in macrophages by 1 µg/mL LPS treatment ( Figure 5B(d-f) ), however, 200 µg/mL MP-A obviously prevented LPS-induced activation and the nuclear translocation of p65 ( Figure 5C(g-i) ).
Mar. Drugs 2017, 15, 294 10 of 16 nuclear translocation. We studied the NF-κB translocation using a primary antibody against the p65 subunit of NF-κB and the nuclei dye DAPI ( Figure 5 ). When comparing with the control (Figure 5A(ac) ), NF-κB p65 traveled from the cytosol to the nucleus in macrophages by 1 μg/mL LPS treatment ( Figure 5B(d-f) ), however, 200 μg/mL MP-A obviously prevented LPS-induced activation and the nuclear translocation of p65 ( Figure 5C(g-i) ). 
Discussion
The preset study used THP-1 macrophages as an in vitro cell model to investigate the effect of MP-A on immune modulation. Given that LPS has been previously shown to activate multiple signaling pathways in macrophages, and to thereby induce the production of pro-inflammatory mediators and cytokines such as NO, TNF-α, and interleukins, we chose LPS-stimulation as the method for inducing experimental inflammation of the THP-1 cells. The results of the present study demonstrate MP-A to exert an anti-inflammatory effect in LPS-stimulated THP-1 cells, via the inhibition of the TLR4/NFκB and MAPK pathways.
An increase in phagocytic activity is one of the most characteristic features of macrophage activation, and the phagocytosis and subsequent destruction of microorganisms is the most important function of monocytes and macrophages in maintaining the immune response against infection. LPS has been previously reported to suppress the phagocytosis of immunoglobulin G-opsonized sheep red blood cells (SRBCs) by peritoneal macrophages. LPS suppresses phagocytosis of SRBCs by altering the distribution of microfilaments and microtubules, and this suppression is independent of cytokine (IL-1, IL-6, TNF-or IFN α/β) production [27, 28] . LPS has been reported to increase obviously the phagocytic activity in RAW264.7 macrophages [29, 30] . The data generated in the present study suggest that LPS treatment markedly increased phagocytic activity in THP-1 macrophage cells, and furthermore, these effects were synergistically increased by combined treatment with LPS and MP-A. While the molecular mechanism underlying the increased phagocytosis induced by MP-A is unknown, we hypothesize that it is likely to be independent of cytokine production in a similar manner to LPS, since cytokine production was observed to be reduced by MP-A treatment in LPS-simulated THP-1 cells.
NO is a key molecule in immune function, and has been shown to exert beneficial biological effects in a variety of cell types involved in immunomodulatory, inflammatory, and/or other physiological processes [31, 32] . NO is synthesized by a family of enzymes known as NOS, comprising three main isoforms, constitutive NOS (nNOS), endothelial constitutive NOS (eNOS), and inducible NOS (iNOS). Of these, iNOS is the pro-inflammatory enzyme that is most critical for upregulating the levels of NO production in response to pro-inflammatory stimuli. For example, LPS macrophage stimulation induces NO production via iNOS [33, 34] . In the present study, MP-A treatment was shown to effectively inhibit NO production in LPS-activated THP-1 macrophages via the inhibition of iNOS protein expression, without affecting cell viability. In contrast, MP-A treatment alone was found to be insufficient to affect NO production.
Cyclooxygenase-1 (COX-1) and Cyclooxygenase-2 (COX-2) can regulate the production of prostaglandins [35] . COX-2 mediates the conversion of arachidonic acid to prostaglandin H2, a precursor of PGE 2 , in activated macrophages. Overexpression of iNOS and COX-2 has been previously found to lead to the overproduction of NO and PGE 2 , and this results in the development of inflammatory diseases. The results of the present study suggest that MP-A significantly suppresses COX-2 expression in LPS-stimulated THP-1 macrophages. Since one of the current strategies to mitigate inflammatory disorders is the modulation of iNOS and COX-2 expression, MP-A may be a promising potential therapeutic candidate for controlling inflammatory mediator overproduction.
TNF-α has been reported to trigger the downstream activation of inflammatory gene expression, and to cause rheumatoid arthritis, inflammatory bowel disease, psoriasis, and refractory asthma [36] [37] [38] [39] . The present study demonstrated MP-A treatment of THP-1 cells to significantly attenuate TNF-α production in a dose-dependent manner. We previously observed a similar phenomenon to occur while treating RAW264.7 cells with curdlan sulfate (CS3) [29] . In the previous study, treatment with CS3 or curdlan alone was found to stimulate TNF-α production, whereas treatment of LPS-stimulated RAW264.7 cells with CS3 or curdlan instead attenuated TNF-α production to some extent. Another β-Glucan, LNT-S, that was isolated from Lentinus edodes, has also been determined to suppress NO and TNF-α production in LPS-stimulated RAW264.7 cells [15] . Interestingly, CS3, curdlan, and LNT-S have a β-glucan structure, while MP-A instead exhibits an α-glucan structure. Nevertheless, the results of the present study indicate that MP-A is similar to those β-glucans, and is a promising potential therapeutic agent for use in controlling diseases associated with pro-inflammatory mediator overproduction. β-glucans such as CS3 and LNT-S have been identified to bind the key macrophage surface receptor, Dectin-1 [15, 28, 29] . This receptor has been documented to be required for β-glucan recognition, and can collaborate with TLR2 to mediate the biological effects of β-glucans [40, 41] . To determine whether MP-A binds to TLR2, TLR4, and/or Dectin-1 receptors, we evaluated potential interactions between MP-A and each of the three receptors using an SPR analysis. The results of this analysis show that MP-A can strongly bind TLR4, but not TLR2 nor Dectin-1, thus, TLR4, but not TLR2 or Dectin-1, can recognize the water-soluble α-glucan, MP-A.
TLR4 alone is not sufficient for LPS signaling, and indeed a secretory protein, MD-2, has also been shown to be an essential to this process [42] . TLR4 recognizes LPS in conjunction with MD-2 and CD14, such that they have been shown to form a physical complex on LPS-responsive cell surfaces [43, 44] . We recently demonstrated LPS to exhibit a poor binding affinity for recombinant TLR4 using SPR technology, and provided more evidence for LPS signaling via TLR4 as a receptor is required for an additional molecule [30] .
Various inflammatory diseases upregulate pro-inflammatory cytokines (such as TNF-α and IL-1β) and inflammatory mediators (such as NO and PGE 2 ) via the NF-κB and MAPKs signaling pathways in macrophages [45, 46] . The present study aimed to elucidate the way in which MP-A interacts in these processes. The results show that MP-A can prevent LPS-induced activation via regulating the phosphorylation of MAP kinase and/or NF-κB p65 signaling pathway components (Figures 4 and 5) . Specifically, MP-A inhibited LPS-induced iNOS and COX-2 expression, and subsequent NO and PGE 2 production, via the selective suppression of the phosphorylation of ERK1/2, JNK, and p38 in the MAPK signaling pathway, and the nuclear translocation of P65 in the NF-κB signaling pathway. The mechanism by which MP-A exerts this anti-inflammatory activity in LPS-stimulated THP-1 cells is likely due to competitive binding to TLR4 at the cell membrane, leading to the inhibition of the LPS-TLR4 signaling pathway, and thus inhibiting the downstream phosphorylation of MAPK and the nuclear translocation of NF-κB pathway components. Other molecules involved in the inhibition mechanism will be further studied in detail in our future work.
Conclusions
In summary, the high-molecular-weight α-D-Glucan MP-A, isolated from the hard-shelled mussel (Mytilus coruscus), has been observed to exert an anti-inflammatory effect, and thus represents a promising therapeutic candidate for the control of disease-associated pro-inflammatory mediator overproduction. The current study provides a preliminary pharmacological basis, and underlying molecular mechanism, for the use of MP-A in the control of inflammatory disorders.
